Supplementary Figure 3
Gene sharing among Phycorickettsia and five other major lineages of Rickettsiales. Groups of orthologous genes (orthogroups) were defined using Orthofinder and a set of the 18 Rickettsiales species included in the tree in Figure 3a . The presence of an orthogroup in a lineage means that at least one species of the lineage has a gene of the orthogroup. Orthogroups exclusive for a particular lineage include also clusters of paralogs and singletons specific for particular species belonging to the lineage. The plot was drawn using UpSetR (Lex et al., 2014) .
Supplementary Figure 4
The architecture of the ebo operon. The figure was prepared as a modification of Figure 3 in our previous paper (Yurchenko et al., 2016) by incorporation of the ebo operon of Ca. Phycorickettsia trachydisci. The scheme demonstrates the same arrangement of the ebo genes in Ca. Phycorickettsia trachydisci as in the plastid genomes of Vischeria sp. CAUP Q 202 and Monodopsis sp. MarTras21 and in some bacteria (the ABCDEF type of the operon; see Yurchenko et al., 2016) .
